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and E. Decenciere, pp. 129-138, Paris, France, April 2005.

U.M. Braga-Neto and John Goutsias, On a General Theory of Connectivity in Image Analysis.
Proceedings of the IEEE-EURASIP Workshop on Nonlinear Signal and Image Processing -
NSIP'01. Edited by K. Barner, G.Arce, and C. Boncelet (CD-ROM), Baltimore, MD, June 2001.



32.

33.

34.

35.

36.

37.

38.

X. Han, C. Xu, U.M. Braga-Neto, and J. L. Prince, Graph-Based Topology Correction for Brain
Cortex Segmentation. Proceedings of the XVIith International Conference on Information
Processing in Medical Imaging - IPMI'01. Edited by M.F. Insana and R.M. Leahy, pp 395-401,
Davis, CA, June 2001.

U.M. Braga-Neto and John Goutsias, Multiresolution Connectivity: An Axiomatic Approach.
Proceedings of the 5th International Symposium on Mathematical Morphology and Its Applications
to Image and Signal Processing - ISMM'2000. Edited by J. Goutsias, L. Vincent and D. Bloomberg,
pp. 159-168, Palo Alto, CA, June 2000.

U.M. Braga-Neto and John Goutsias, Automatic Target Detection and Tracking in Forward-Looking
Infrared Image Sequences using Morphological Connected Operators. Proceedings of the33rd
Annual Conference on Information Sciences and Systems - CISS'99. Vol. |, pp. 173-178, Baltimore,
MD, March 1999.

U.M. Braga-Neto and John Goutsias, On Detecting Mines and Minelike Objects in Highly Cluttered
Multispectral Aerial Images by Means of Mathematical Morphology. In Detection and Remediation
Technologies for Mines and Minelike Targets Ill, Proceedings of SPIE 3392, pp. 987-999, Orlando,
FL, April 1998.

U.M. Braga-Neto, "Alternating Sequential Filters by Adaptive-Neighborhood Structuring Functions."
Proceedings of the 3rd International Symposium on Mathematical Morphology and Its Applications
to Image and Signal Processing - ISMM'96. Edited by P. Maragos, R.W. Schafer and M.A. Butt, pp.
139-146, Atlanta, GA, May 1996.

U.M. Braga-Neto, W.A. Siqueira Neto and A.F. Dias e Silva, "Mammographic Calcification
Detection by Mathematical Morphology Methods." Proceedings of the 3rd International Workshop
on Digital Mammography. Edited by K. Doi, M.L. Giger, R.M. Nishikawa and R.A. Schmidt, pp. 263-
266, Chicago, IL, June 1996.

U.M. Braga-Neto and R.A. Lotufo, "Mathematical Morphology tools for 3-D image analysis of
porous media." In Neural, Morphological and Stochastic Methods in Image and Signal Processing,
Proceedings of SPIE 2568. Edited by E.R. Dougherty, F. Préteux and S.S. Shen, pp. 139-150, San
Diego, CA, July 1995.

Graduated Ph.D. Students

1.

Amin Zollanvari, Spring 2007 - Fall 2010

Graduated: December 2010

Committee Co-Chairs: Ulisses M. Braga-Neto and Edward R. Dougherty

Thesis Title: "Analytical Study of Performance of Error Estimators for Linear Discriminant Analysis
with Applications in Genomics."

Current Employment: Brigham and Women's Hospital, Harvard Medical School, Boston, MA

Thang Vu, Spring 2007 - Spring 2011

Graduated: May 2011

Committee Chair: Ulisses M. Braga-Neto

Thesis Title: "The Bootstrap in Supervised Learning and Its Applications in Genomics/Proteomics."
Current Affiliation: Senior Engineer, Life Technologies Co., Foster City, CA.

Current Funded Ph.D. Students

1.

Ting Chen, Fall 2009-

Research Assistant

Committee Chair: Ulisses M. Braga-Neto
Estimated graduation date: Fall 2013



2.

Youting Sun, Fall 2008-

Research Assistant

Committee Co-Chairs: Ulisses M. Braga-Neto and Edward R. Dougherty
Estimated graduation date: Summer 2012

Esmaeil Atashpazgargari, Fall 2011-

Research Assistant (AgriLife)

Committee Chair: Ulisses M. Braga-Neto and Edward R. Dougherty
Estimated graduation date: Fall 2013

Sardar Afra, Summer 2011-

Research Assistant / ECEN 303 Grader
Committee Chair: Ulisses M. Braga-Neto
Estimated graduation date: Spring 2015

Funded Research Projects

1.

2.

3.

4.

Title: “CAREER: Theory and Application of Small-Sample Error Estimation in Genomic Signal
Processing”

Sponsor: National Science Foundation

Principal Investigator: Ulisses Braga-Neto

Number of Graduate Students Supported/Year: 1.37

Inclusive Dates: Mar 1, 2009 — Feb 28, 2014

Dollar Value: $400,000

Title: “Reproducible Discovery of Molecular Biomarkers Using Proteomic Data”
Sponsor: Translational Genomics (TGen)

Principal Investigator: Ulisses Braga-Neto

Number of Graduate Students Supported/Year: 2

Inclusive Dates: Sep 1, 2008 — Feb 28, 2012 (no cost extension)

Dollar Value: $232,946

Title: “MCBIOS Conference Support”

Sponsor: U.S. Food and Drug Administration (R13)

Principal Investigator: Ulisses Braga-Neto (on behalf of MCBIOS)
Number of Graduate Students Supported/Year: N/A

Inclusive Dates: Jan 1, 2011 — Dec 31, 2015

Dollar Value: $50,000

Title: “Bioinformatics Support”.

Sponsor: Texas AgriLife Genomic and Bioinformatics Service Facility
Principal Investigator: Ulisses Braga-Neto

Number of Graduate Students Supported/Year: 1

Inclusive Dates: Annual renewal

Dollar Value: $34,000

Teaching

1.

Courses taught at Texas A&M University:
* ECEN 303 Random Signals and Systems (Summer 2011, Fall 2011, Spring 2012)
* ECEN 649 Pattern Recognition (Spring 2007-2012)



* ECEN 447 Digital Image Processing (Fall 2007-2008, 2010)
» ECEN 689 Special Topics: Statistical Computation in Genomic Signal Processing (Fall 2009)

2. Course taught at Oswaldo Cruz Foundation (FIOCRUZ), Recife, Brazil:
* Introduction to Computational Biology (Summer 2008-2010)

3. Teaching Assistant for the courses
* 520.414 Image Processing and Analysis |
* 520.415 Image Processing and Analysis I
at Johns Hopkins University, 1997-2001.

4. Developed and supervised laboratory exercises based on HTML and Khoros for the course
* 520.414 Image Processing and Analysis |
at Johns Hopkins, 1997-1998.

5. Lecturer, Federal University of Pernambuco, Recife, Brazil, 1995-1996.

6. Teaching Assistant, State University of Campinas, Campinas, Brazil, 1993.

Service

1. Associate Editor: ISRN Biomathematics, 2011-

2. Proposal Reviewer: NIH - Biobehaviorial Mechanisms of Emotion, Stress and Health (MESH) Study
Section, June 2011.

3. Program Committee Member: BIOINFORMATICS'2012, part of BIOSTEC'2012 - 5th International
Joint Conference on Biomedical Engineering Systems and Technologies, Algarve, Portugal,
February 2012.

4. President of the MidSouth Computational Biology and Bioinformatics Society (MCBIOS), 2010-2011
term.

5. General Conference Chair: MCBIOS'2011 - 8th Annual MidSouth Computational Biology and
Bioinformatics Society Conference, College Station, TX, April 1-2, 2011.

6. Guest Editor: Supplement Issue of BMC Bioinformatics - 8th

7. Annual MidSouth Computational Biology and Bioinformatics Society Conference, 2011.

8. Program Committee Member: ICARIS'2011 - 10th International Conference on Artificial Immune
Systems, Cambridge, UK, July 2011.

9. Oral presentation judge for the Texas Junior Science and Humanities Symposium competition for
state high-school students, January 27-29, 2011, Texas A&M University.

10. Proposal Reviewer: NSF Mississippi EPSCoR Project on Bioinformatics, Fall 2010.

11. Lead Guest Editor: EURASIP Journal of Advances in Signal Processing - Special Issue on

Genomic Signal Processing, 2010.



12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

Guest Editor: EURASIP Journal on Bioinformatics and Systems Biology - Special Issue on
Computational Systems Biology, 2010.

Guest Editor: EURASIP Journal of Advances in Signal Processing - Special Issue on Applications
of Signal Processing Techniques to Bioinformatics, Genomics, and Proteomics, 2009.

Guest Editor: Supplement Issue of BMC Bioinformatics - 6th Annual MidSouth Computational
Biology and Bioinformatics Society Conference, 2009.

Guest Editor: Special Issue of Image and Vision Computing - 8th International Symposium on
Mathematical Morphology, 2009.

Guest Editor: EURASIP Journal of Advances in Signal Processing - Special Issue on Applications
of Signal Processing Techniques to Bioinformatics, Genomics, and Proteomics, 2009.

Publications Chair: GENSIPS'2009 - 7th IEEE International Workshop on Genomic Signal
Processing and Statistics, Minneapolis, 2009.

Program Committee Member: BSB'2009 - First Brazilian Symposium on Bioinformatics, Porto
Alegre, Brazil, 2009.

Publicity Co-Chair: GENSIPS'2008 - 6th IEEE International Workshop on Genomic Signal
Processing and Statistics, Phoenix, June 2008.

Program Committee member: BIBE'O8 - 8th International Conference on Biolnformatics and
BioEngineering, Athens, Greece, October 2008.

Organizing Committee member and Program Committee co-Chair: ISMM'2007 - 8th International
Symposium on Mathematical Morphology, Rio de Janeiro, Brazil, October 2007.

Poster Session Committee member: ISMB'2006 - 14th International Conference on Intelligent
Systems for Molecular Biology, Fortaleza, Brazil, August 2006.

Reviewer (Selected Journals):

Nucleic Acids Research

Bioinformatics

BMC Bioinformatics

Journal of Machine Learning Research

PLoS Computational Biology

PLoS ONE

Expert Opinion on Drug Discovery

IEEE Transactions on Pattern Analysis and Machine Intelligence
IEEE Transactions on Information Theory

IEEE Transactions on Signal Processing

IEEE Transactions on Neural Networks

IEEE Transactions on Systems, Man and Cybernetics - Part B
IEEE Signal Processing Letters

EURASIP Journal of Applied Signal Processing

Computer Vision and Image Understanding

Journal of Image and Vision Computing

Journal of Electronic Imaging

Journal of Visual Communication and Image Representation



Selected Invited Talks

1. "Pattern Recognition in High-Dimensional Spaces"
Uncertainty Quantification and Multiscale Materials Modeling Workshop
Santa, Fe, NM, June 2011.
Host: Francis Alexander and Edward Kober.

2. "Signal Processing Applications in Biomarker Discovery and Inference of Boolean Regulatory
Networks"
Los Alamos National Laboratory.
Los Alamos, NM, May 2011.
Host: Francis Alexander.

3. "Pattern Recognition for Biomarker Discovery: Assessing Performance Accurately is Critical for
Genuine Scientific Progress"
Center for Imaging Science - The Johns Hopkins University.
Baltimore, MD, October 2008.
Host: John Goutsias.

4. "Genomes, Immunomes, and Microarrays: A Signal Processing Perspective"
Electrical Engineering Department - Texas A\&M University.
College Station, TX, April 2006.
Host: Edward Dougherty.

5. "Why Error Estimation is Fundamental to the Estimation of Regulatory Networks"
Workshop on Models for Genetic Regulatory Networks
College Station, TX, November 2005.
Host: Edward Dougherty (workshop chair).

6. "Characterization of the Dengue Virus Immunome"
XVI Brazilian Meeting on Virology
Salvador, Brazil, November 2005.
Host: Herman Schatzmeyer (session chair).

7. "Fads and Fallacies in The Name of Computational Biology"
X-Meeting - First International Conference of the Brazilian Association of Bioinformatics and
Computational Biology (AB3C)
Caxambu, Brazil, October 2005.
Host: Junior Barrera (organizing committee).

8. "Predicting the Clinical Outcome of Dengue Fever by Gene Expression Profiling"
First Seminar on Human Immunomics
Recife, Brazil, June 2005.
Host: Ernesto Marques, Jr. (conference chair).

9. "Error Estimation and Inference of Genetic Regulatory Networks"
Il International Conference on Bioinformatics and Computational Biology
Angra dos Reis, RJ, Brazil, October 2004.
Host: J'unior Barrera (session chair).

10. "Multivariate Discriminant Analysis in Functional Genomics"
Aggeu Magalhaes Research Center (CPqgAM/FIOCRUZ)



Recife, PE, Brazil, June 2004.
Host: Ernesto Marques, Jr.

11. "Bolstered Error Estimation"”
Bioinformatics Seminar Series
Statistics Department - Texas A&M University
College Station, TX, April 2004.
Host: Raymond Carroll.

12. "Flat Grayscale Connectivity"
First SIAM Conference on Imaging Science
Boston, MA, March 2002.
Host: Junior Barrera (session chair).

13. "Connectivity-Based Target Detection and Tracking in FLIR Video"
Electrical Engineering Department - University of Virginia
Charlottesville, VA, August 2002.

Host: Scott Acton.

Computer Skills

C, MPI, R, Pascal, Basic, HTML, Unix Shell Programming, Assembly 8086/Z80, MatLab, Khoros,
Emacs, LaTeX.

Other Professional Experience

Engineering intern at Phillips, Inc. (Digital Telephony), Brazil, 1992; Engineering intern at TWR, Inc.
(Digital Microterminals), Brazil, 1992.

Languages

Fluent in English and Portuguese. Able to read and write French. Able to read and understand Spanish.
Able to read Italian and German.





